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Kim SK, Seo S, Stein-O'Brien G, Jaishankar A, Ogawa K, Micali N, Luria V, Karger A, Wang Y, Kim H, Hyde TM, Kleinman JE, Voss T, Fertig EJ, Shin JH, Bürli R, Cross AJ, Brandon NJ, Weinberger DR, Chenoweth JG, Hoeppner DJ, Sestan N, Colantuoni C, McKay RD. Individual variation in the emergence of anterior-to- posterior neural fates from human pluripotent stem cells. Stem Cell Reports. 2024 Aug 5:S2213-6711(24)00213-3. doi: 10.1016/j.stemcr.2024.07.004. Epub ahead of print. PMID: 39151428. [I am a corresponding author on this publication]
Sonthalia S, Li G, Blanco XM, Casella A, Liu J, Stein-O'Brien G, Caffo B, Adkins RS, Orvis J, Hertzano R, Mahurkar A, Gillis J, Werner J, Ma S, Micali N, Sestan N, Rakic P, Santpere G, Ament SA, Colantuoni C. in silico transcriptome dissection of neocortical excitatory neurogenesis via joint matrix decomposition and transfer learning. Under review and available on bioRxiv: [Preprint]. 2024 Feb 28:2024.02.26.581612. doi: 10.1101/2024.02.26.581612. PMID: 38464021; PMCID: PMC10925183.
Mato-Blanco X, Kim SK, Jourdon A, Ma S, Tebbenkamp ATN, Liu F, Duque A, Vaccarino FM, Sestan N, Colantuoni C, Rakic P, Santpere G, Micali N. Early Developmental Origins of Cortical Disorders Modeled in Human Neural Stem Cells. bioRxiv [Preprint]. 2024 Jun 14:2024.06.14.598925. doi: 10.1101/2024.06.14.598925. PMID: 38915580; PMCID: PMC11195173.
Huan Chen, Jinrui Liu, Shreyash Sonthalia, Genevieve Stein-O’Brien, Luo Xiao, Brian Caffo, Carlo Colantuoni. Structured Joint Decomposition (SJD) identifies conserved molecular dynamics across collections of biologically related multi-omics data matrices. Under review and available on bioRxiv: https://doi.org/10.1101/2022.11.07.515489.
Lanlan Ji, An Wang, Shreyash Sonthalia, Daniel Q. Naiman, Laurent Younes, Carlo Colantuoni, Donald Geman. CellCover Defines Conserved Cell Types and Temporal Progression in scRNA-seq Data across Mammalian Neocortical Development. Under review and available on bioRxiv: https://doi.org/10.1101/2023.04.06.535943. [I am a corresponding author on this publication]
Mulka KR, Queen SE, Mangus LM, Beck SE, Knight AC, McCarron ME, Solis CV, Wizzard AJ, Jayaram J, Colantuoni C, Mankowski JL. A Switch from Glial to Neuronal Gene Expression Alterations in the Spinal Cord of SIV-infected Macaques on Antiretroviral Therapy. J Neuroimmune Pharmacol. 2024 Jun 12;19(1):28. doi: 10.1007/s11481-024-10130-0. PMID: 38862787.
Chenoweth JG, Colantuoni C, Striegel DA, Genzor P, Brandsma J, Blair PW, Krishnan S, Chiyka E, Fazli M, Mehta R, Considine M, Cope L, Knight AC, Elayadi A, Fox A, Hertzano R, Letizia AG, Owusu-Ofori A, Boakye I, Aduboffour AA, Ansong D, Biney E, Oduro G, Schully KL, Clark DV. Gene expression signatures in blood from a West African sepsis cohort define host response phenotypes. Nat Commun. 2024 May 30;15(1):4606. doi: 10.1038/s41467-024-48821-0. PMID: 38816375. [I am co-first author on this publication]
Das D, Sonthalia S, Stein-O 'Brien G, Wahbeh MH, Feuer K, Goff L, Colantuoni C, Mahairaki V, Avramopoulos D. Insights for disease modeling from single-cell transcriptomics of iPSC-derived Ngn2-induced neurons and astrocytes across differentiation time and co-culture. BMC Biol. 2024 Apr 2;22(1):75. doi: 10.1186/s12915-024-01867-4. PMID: 38566045; PMCID: PMC10985965. [I am a corresponding author on this publication]
Kalra G, Lenz D, Abdul-Aziz D, Hanna C, Basu M, Herb BR, Colantuoni C, Milon B, Saxena M, Shetty AC, Hertzano R, Shivdasani RA, Ament SA, Edge ASB. Cochlear organoids reveal transcriptional programs of postnatal hair cell differentiation from supporting cells. Cell Rep. 2023 Nov 10;42(11):113421. doi: 10.1016/j.celrep.2023.113421. PMID: 37952154. 
Herb BR, Glover HJ, Bhaduri A, Colantuoni C, Bale TL, Siletti K, Hodge R, Lein E, Kriegstein AR, Doege CA, Ament SA. Single-cell genomics reveals region-specific developmental trajectories underlying neuronal diversity in the human hypothalamus. Sci Adv. 2023 Nov 10;9(45):eadf6251. doi: 10.1126/sciadv.adf6251. Epub 2023 Nov 8. PMID: 37939194; PMCID: PMC10631741.
Ament SA, Cortes-Gutierrez M, Herb BR, Mocci E, Colantuoni C, McCarthy MM. A single-cell genomic atlas for maturation of the human cerebellum during early childhood. Sci Transl Med. 2023 Oct 12:eade1283. doi: 10.1126/scitranslmed.ade1283. PMID: 37824600.
Huan Chen, Jinrui Liu, Shreyash Sonthalia, Genevieve Stein-O’Brien, Luo Xiao, Brian Caffo, Carlo Colantuoni. Structured Joint Decomposition (SJD): an R package for the identification of shared molecular dynamics across collections of biologically related multi-omics data matrices. Under review and available on bioRxiv: https://www.biorxiv.org/content/10.1101/2022.11.07.515489v1.

Ament SA, Adkins RS, Carter R, Chrysostomou E, Colantuoni C, Crabtree J, Creasy HH, Degatano K, Felix V, Gandt P, Garden GA, Giglio M, Herb BR, Khajouei F, Kiernan E, McCracken C, McDaniel K, Nadendla S, Nickel L, Olley D, Orvis J, Receveur JP, Schor M, Sonthalia S, Tickle TL, Way J, Hertzano R, Mahurkar AA, White OR. The Neuroscience Multi-Omic Archive: a BRAIN Initiative resource for single-cell transcriptomic and epigenomic data from the mammalian brain. Nucleic Acids Res. 2022 Nov 1:gkac962. doi: 10.1093/nar/gkac962. PMID: 36318260.
Casella AM, Colantuoni C, Ament SA. Identifying enhancer properties associated with genetic risk for complex traits using regulome-wide association studies. PLoS Comput Biol. 2022 Sep 7;18(9):e1010430. doi: 10.1371/journal.pcbi.1010430. PMID: 36070311.

Kim Yaewon, Rebman Alison W., Johnson Tory P., Wang Hong, Yang Ting, Colantuoni Carlo, Bhargava Pavan, Levy Michael, Calabresi Peter A., Aucott John N., Soloski Mark J., Darrah Erika. Peptidylarginine Deiminase 2 Autoantibodies Are Linked to Less Severe Disease in Multiple Sclerosis and Post-treatment Lyme Disease. Frontiers in Neurology, vol. 13, 2022. https://doi.org/10.3389/fneur.2022.874211.

Chen H, Caffo B, Stein-O'Brien G, Liu J, Langmead B, Colantuoni C, Xiao L. Two-stage linked component analysis for joint decomposition of multiple biologically related data sets. Biostatistics. 2022 Mar 31:kxac005. doi: 10.1093/biostatistics/kxac005. PMID: 35358296. [I am a corresponding author on this publication]

Bridgeford EW, Wang S, Wang Z, Xu T, Craddock C, Dey J, Kiar G, Gray-Roncal W, Colantuoni C, Douville C, Noble S, Priebe CE, Caffo B, Milham M, Zuo XN; Consortium for Reliability and Reproducibility, Vogelstein JT. Eliminating accidental deviations to minimize generalization error and maximize replicability: Applications in connectomics and genomics. PLoS Comput Biol. 2021 Sep 16;17(9):e1009279. doi: 10.1371/journal.pcbi.1009279. PMID: 34529652; PMCID: PMC8500408.
BRAIN Initiative Cell Census Network (BICCN). A multimodal cell census and atlas of the mammalian primary motor cortex. Nature. 2021 Oct;598(7879):86-102. doi: 10.1038/s41586-021-03950-0. Epub 2021 Oct 6. PMID: 34616075; PMCID: PMC8494634. [These BICCN Consortium papers were a grand effort across many institutions. My own role focused on developing analysis and visualization tools for the expansive integrated multi-omics data within the nemoanalytics.org environment.]
Yao Z, Liu H, Xie F, Fischer S, Adkins RS, Aldridge AI, Ament SA, Bartlett A, Behrens MM, Van den Berge K, Bertagnolli D, de Bézieux HR, Biancalani T, Booeshaghi AS, Bravo HC, Casper T, Colantuoni C, Crabtree J, Creasy H, Crichton K, Crow M, Dee N, Dougherty EL, Doyle WI, Dudoit S, Fang R, Felix V, Fong O, Giglio M, Goldy J, Hawrylycz M, Herb BR, Hertzano R, Hou X, Hu Q, Kancherla J, Kroll M, Lathia K, Li YE, Lucero JD, Luo C, Mahurkar A, McMillen D, Nadaf NM, Nery JR, Nguyen TN, Niu SY, Ntranos V, Orvis J, Osteen JK, Pham T, Pinto-Duarte A, Poirion O, Preissl S, Purdom E, Rimorin C, Risso D, Rivkin AC, Smith K, Street K, Sulc J, Svensson V, Tieu M, Torkelson A, Tung H, Vaishnav ED, Vanderburg CR, van Velthoven C, Wang X, White OR, Huang ZJ, Kharchenko PV, Pachter L, Ngai J, Regev A, Tasic B, Welch JD, Gillis J, Macosko EZ, Ren B, Ecker JR, Zeng H, Mukamel EA. A transcriptomic and epigenomic cell atlas of the mouse primary motor cortex. Nature. 2021 Oct;598(7879):103-110. doi: 10.1038/s41586-021-03500-8. Epub 2021 Oct 6. PMID: 34616066; PMCID: PMC8494649. [These BICCN Consortium papers were a grand effort across many institutions. My own role focused on developing analysis and visualization tools for the expansive integrated multi-omics data within the nemoanalytics.org environment.]
Orvis J, Gottfried B, Kancherla J, Adkins RS, Song Y, Dror AA, Olley D, Rose K, Chrysostomou E, Kelly MC, Milon B, Matern MS, Azaiez H, Herb B, Colantuoni C, Carter RL, Ament SA, Kelley MW, White O, Bravo HC, Mahurkar A, Hertzano R. gEAR: Gene Expression Analysis Resource portal for community-driven, multi-omic data exploration. Nat Methods. 2021 Jun 25;. doi: 10.1038/s41592-021-01200-9.
Suel-Kee Kim, Seungmae Seo, Genevieve Stein-O’Brien, Amritha Jaishankar, Kazuya Ogawa, Nicola Micali, Yanhong Wang, Thomas M. Hyde, Joel E. Kleinman, Ty Voss, Elana J. Fertig, Joo-Heon Shin, Roland Bürli, Alan J. Cross, Nicholas J. Brandon, Daniel R. Weinberger, Joshua G. Chenoweth, Daniel J. Hoeppner, Nenad Sestan, Carlo Colantuoni, Ronald D. McKay. Mapping origins of variation in neural trajectories of human pluripotent stem cells. Under review and available on bioRxiv 2021.03.17.435870; doi: https://doi.org/10.1101/2021.03.17.435870 [I am a corresponding author on this publication]
Aparicio JM, Xu Y, Li Y, Colantuoni C, Dastgheyb R, Williams DW, Asahchop EL, McMillian JM, Power C, Fujiwara E, Gill MJ, Rubin LH. Plasma microRNAs are associated with domain-specific cognitive function in people with HIV. AIDS. 2021 Jun 1. doi: 10.1097/QAD.0000000000002966. PMID: 34074816.
Malaiya S, Cortes-Gutierrez M, Herb BR, Coffey SR, Legg SRW, Cantle JP, Colantuoni C, Carroll JB, Ament SA. Single-Nucleus RNA-Seq Reveals Dysregulation of Striatal Cell Identity Due to Huntington's Disease Mutations. J Neurosci. 2021 May 13:JN-RM-2074-20. doi: 10.1523/JNEUROSCI.2074-20.2021. PMID: 34011527.
Nauen DW, Haffner MC, Kim J, Zheng Q, Yin H, DeMarzo AM, Mahairaki V, Colantuoni C, Pickering JG, Johnson TP. Putative Autoantigen Leiomodin-1 Is Expressed in the Human Brain and in the Membrane Fraction of Newly Formed Neurons. Pathogens. 2020 Dec 10;9(12):E1036. doi: 10.3390/pathogens9121036. PMID: 33321732.
Sullivan MN, Brill SA, Mangus LM, Jeong YJ, Solis CV, Knight AC, Colantuoni C, Keceli G, Paolocci N, Queen SE, Mankowski JL. Upregulation of Superoxide Dismutase 2 by Astrocytes in the SIV/Macaque Model of HIV-Associated Neurologic Disease. J Neuropathol Exp Neurol. 2020 Aug 12:nlaa084. doi: 10.1093/jnen/nlaa084. PMID: 32783052.
Micali N, Kim SK, Diaz-Bustamante M, Stein-O'Brien G, Seo S, Shin JH, Rash BG, Ma S, Wang Y, Olivares NA, Arellano JI, Maynard KR, Fertig EJ, Cross AJ, Bürli RW, Brandon NJ, Weinberger DR, Chenoweth JG, Hoeppner DJ, Sestan N, Rakic P, Colantuoni C, McKay RD. Variation of Human Neural Stem Cells Generating Organizer States In Vitro before Committing to Cortical Excitatory or Inhibitory Neuronal Fates. Cell Rep. 2020 May 5;31(5):107599. doi: 10.1016/j.celrep.2020.107599. PubMed PMID: 32375049. [I am a corresponding author on this publication]
Sharma G, Colantuoni C, Goff LA, Fertig EJ, Stein-O'Brien G. projectR: An R/Bioconductor package for transfer learning via PCA, NMF, correlation, and clustering. Bioinformatics. 2020 Mar 13. pii: btaa183. doi:10.1093/bioinformatics/btaa183. PubMed PMID: 32167521.
Burke EE, Chenoweth JG, Shin JH, Collado-Torres L, Kim SK, Micali N, Wang Y, Colantuoni C, Straub RE, Hoeppner DJ, Chen HY, Sellers A, Shibbani K, Hamersky GR, Diaz Bustamante M, Phan BN, Ulrich WS, Valencia C, Jaishankar A, Price AJ, Rajpurohit A, Semick SA, Bürli RW, Barrow JC, Hiler DJ, Page SC, Martinowich K, Hyde TM, Kleinman JE, Berman KF, Apud JA, Cross AJ, Brandon NJ, Weinberger DR, Maher BJ, McKay RDG, Jaffe AE. Dissecting transcriptomic signatures of neuronal differentiation and maturation using iPSCs. Nat Commun. 2020 Jan 23;11(1):462. doi: 10.1038/s41467-019-14266-z. PubMed PMID: 31974374; PubMed Central PMCID: PMC6978526.
Gådin JR, Buil A, Colantuoni C, Jaffe AE, Nielsen J, Shin JH, Hyde TM, Kleinman JE; BrainSeq Consortium, Plath N, Eriksson P, Brunak S, Didriksen M, Weinberger DR, Folkersen L. Comparison of quantitative trait loci methods: Total expression and allelic imbalance method in brain RNA-seq. PLoS One. 2019 Jun 17;14(6):e0217765. doi: 10.1371/journal.pone.0217765. eCollection 2019. PubMed PMID: 31206532; PubMed Central PMCID: PMC6576752.
Stein-O'Brien GL, Clark BS, Sherman T, Zibetti C, Hu Q, Sealfon R, Liu S, Qian J, Colantuoni C, Blackshaw S, Goff LA, Fertig EJ. Decomposing Cell Identity for Transfer Learning across Cellular Measurements, Platforms, Tissues, and Species. Cell Syst. 2019 May 22;8(5):395-411.e8. doi: 10.1016/j.cels.2019.04.004. PubMed PMID: 31121116.
Pearl JR, Colantuoni C, Bergey DE, Funk CC, Shannon P, Basu B, Casella AM, Oshone RT, Hood L, Price ND, Ament SA. Genome-Scale Transcriptional Regulatory Network Models of Psychiatric and Neurodegenerative Disorders. Cell Syst. 2019 Jan 31. pii: S2405-4712(19)30030-4. doi: 10.1016/j.cels.2019.01.002. PubMed PMID: 30772379.
Jaffe AE, Straub RE, Shin JH, Tao R, Gao Y, Collado-Torres L, Kam-Thong T, Xi HS, Quan J, Chen Q, Colantuoni C, Ulrich WS, Maher BJ, Deep-Soboslay A; BrainSeq Consortium, Cross AJ, Brandon NJ, Leek JT, Hyde TM, Kleinman JE, Weinberger DR. Developmental and genetic regulation of the human cortex transcriptome illuminate schizophrenia pathogenesis. Nat Neurosci. 2018 Aug;21(8):1117-1125. doi: 10.1038/s41593-018-0197-y. PubMed PMID: 30050107.

Ursini G, Punzi G, Chen Q, Marenco S, Robinson JF, Porcelli A, Hamilton EG, Mitjans M, Maddalena G, Begemann M, Seidel J, Yanamori H, Jaffe AE, Berman KF, Egan MF, Straub RE, Colantuoni C, Blasi G, Hashimoto R, Rujescu D, Ehrenreich H, Bertolino A, Weinberger DR. Convergence of placenta biology and genetic risk for schizophrenia. Nat Med. 2018 Jun;24(6):792-801. doi: 10.1038/s41591-018-0021-y. PubMed PMID: 29808008.

Stein-O'Brien GL, Carey JL, Lee WS, Considine M, Favorov AV, Flam E, Guo T, Li S, Marchionni L, Sherman T, Sivy S, Gaykalova DA, McKay RD, Ochs MF, Colantuoni C, Fertig EJ. PatternMarkers & GWCoGAPS for novel data-driven biomarkers via whole transcriptome NMF. Bioinformatics. 2017 Feb 8. doi:10.1093/bioinformatics/btx058. PubMed PMID: 28174896.
Horiuchi Y, Kondo MA, Okada K, Takayanagi Y, Tanaka T, Ho T, Varvaris M, Tajinda K, Hiyama H, Ni K, Colantuoni C, Schretlen D, Cascella NG, Pevsner J, Ishizuka K, Sawa A. Molecular signatures associated with cognitive deficits in schizophrenia: a study of biopsied olfactory neural epithelium. Transl Psychiatry. 2016 Oct 11;6(10):e915. doi: 10.1038/tp.2016.154. PubMed PMID:27727244.
Jaffe AE, Hyde T, Kleinman J, Weinberger DR, Chenoweth JG, McKay RD, Leek JT, Colantuoni C. Practical impacts of genomic data "cleaning" on biological discovery using surrogate variable analysis. BMC Bioinformatics. 2015 Nov 6;16(1):372. PubMed PMID: 26545828.
Fertig EJ, Stein-O'Brien G, Jaffe A, Colantuoni C. Pattern Identification in Time-Course Gene Expression Data with the CoGAPS Matrix Factorization. Methods Mol Biol. 2014;1101:87-112. doi: 10.1007/978-1-62703-721-1_6. PubMed PMID: 24233779.

Haberman RP, Colantuoni C, Koh MT, Gallagher M. Behaviorally activated mRNA expression profiles produce signatures of learning and enhanced inhibition in aged rats with preserved memory. PLoS One. 2013 Dec 13;8(12):e83674. doi:10.1371/journal.pone.0083674. PubMed PMID: 24349543
Horiuchi Y, Kano SI, Ishizuka K, Cascella NG, Ishii S, Jr CC, Jaffe AE, Okano H, Pevsner J, Colantuoni C, Sawa A. Olfactory cells via nasal biopsy reflect the developing brain in gene expression profiles: Utility and limitation of the surrogate tissues in research for brain disorders. Neurosci Res. 2013 Oct 10.doi:pii: S0168-0102(13)00207-1. 10.1016/j.neures.2013.09.010. PubMed PMID: 24120685.
Kondo MA, Tajinda K, Colantuoni C, Hiyama H, Seshadri S, Huang B, Pou S, Furukori K, Hookway C, Jaaro-Peled H, Kano SI, Matsuoka N, Harada K, Ni K, Pevsner J, Sawa A. Unique pharmacological actions of atypical neuroleptic quetiapine: possible role in cell cycle/fate control. Transl Psychiatry. 2013 Apr 2;3:e243. doi: 10.1038/tp.2013.19. PubMed PMID: 23549417.

Mor E, Kano SI, Colantuoni C, Sawa A, Navon R, Shomron N. MicroRNA-382 expression is elevated in the olfactory neuroepithelium of schizophrenia patients. Neurobiol Dis. 2013 Mar 29. doi:pii: S0969-9961(13)00099-5. 10.1016/j.nbd.2013.03.011. PubMed PMID: 23542694.
Kano S, Colantuoni C, Han F, Zhou Z, Yuan Q, Wilson A, Takayanagi Y, Lee Y, Rapoport J, Eaton W, Cascella N, Ji H, Goldman D, Sawa A. Genome-wide profiling of multiple histone methylations in olfactory cells: further implications for cellular susceptibility to oxidative stress in schizophrenia. Mol Psychiatry. 2012 Aug 28. doi: 10.1038/mp.2012.120. [Epub ahead of print] PubMed PMID: 22925834.
Numata S, Ye T, Hyde TM, Guitart-Navarro X, Tao R, Wininger M, Colantuoni C, Weinberger DR, Kleinman JE, Lipska BK. DNA methylation signatures in development and aging of the human prefrontal cortex. Am J Hum Genet. 2012 Feb 10;90(2):260-72. Epub 2012 Feb 2. PubMed PMID: 22305529; PubMed Central PMCID: PMC3276664.
Colantuoni C, Lipska BK, Ye T, Hyde TM, Tao R, Leek JT, Colantuoni EA, Elkahloun AG, Herman MM, Weinberger DR, Kleinman JE. Temporal dynamics and genetic control of transcription in the human prefrontal cortex. Nature. 2011 Oct 26;478(7370):519-23. doi: 10.1038/nature10524. PubMed PMID: 22031444.

Hyde TM, Lipska BK, Ali T, Mathew SV, Law AJ, Metitiri OE, Straub RE, Ye T, Colantuoni C, Herman MM, Bigelow LB, Weinberger DR, Kleinman JE. Expression of GABA Signaling Molecules KCC2, NKCC1, and GAD1 in Cortical Development and Schizophrenia. J Neurosci. 2011 Jul 27;31(30):11088-95. PubMed PMID: 21795557.

Barth AS, Kumordzie A, Colantuoni C, Margulies KB, Cappola TP, Tomaselli GF. Reciprocal regulation of metabolic and signaling pathways. BMC Genomics. 2010 Mar 24;11:197. PubMed PMID: 20334672; PubMed Central PMCID: PMC2861677.

Tajinda K, Ishizuka K, Colantuoni C, Morita M, Winicki J, Le C, Lin S, Schretlen D, Sawa A, Cascella NG. Neuronal biomarkers from patients with mental illnesses: a novel method through nasal biopsy combined with laser-captured microdissection. Mol Psychiatry. 2010 Mar;15(3):231-2. PubMed PMID: 20168323.

Ishizuka K, Tajinda K, Colantuoni C, Morita M, Winicki J, Le C, Lin S, Schretlen D, Sawa A, Cascella NG. Negative symptoms of schizophrenia correlate with impairment on the University of Pennsylvania Smell Identification Test. Neurosci Res. 2009 Oct 9. PubMed PMID: 19819272.

Haberman RP, Colantuoni C, Stocker AM, Schmidt AC, Pedersen JT, Gallagher M. Prominent hippocampal CA3 gene expression profile in neurocognitive aging. Neurobiol Aging. 2009 Nov 12. PubMed PMID: 19913943.

Barth AS, Aiba T, Halperin V, DiSilvestre D, Chakir K, Colantuoni C, Tunin RS, Dimaano VL, Yu W, Abraham TP, Kass DA, Tomaselli GF. Cardiac resynchronization therapy corrects dyssynchrony-induced regional gene expression changes on a genomic level. Circ Cardiovasc Genet. 2009 Aug;2(4):371-8. PubMed PMID: 20031609

Ishizuka K, Tajinda K, Colantuoni C, Morita M, Winicki J, Le C, Lin S, Schretlen D, Sawa A, Cascella NG. Negative symptoms of schizophrenia correlate with impairment on the University of Pennsylvania Smell Identification Test. Neurosci Res. 2009 Oct 9. PubMed PMID: 19819272.

Haberman RP, Lee HJ, Colantuoni C, Koh MT, Gallagher M. Rapid encoding of new information alters the profile of plasticity-related mRNA transcripts in the hippocampal CA3 region. Proc Natl Acad Sci U S A. 2008 Jul 23. PMID: 18650386.

Colantuoni C, Hyde TM, Mitkus S, Joseph A, Sartorius L, Aguirre C, Creswell J, Johnson E, Deep-Soboslay A, Herman MM, Lipska BK, Weinberger DR, Kleinman JE.  Age-related changes in the expression of schizophrenia susceptibility genes in the human prefrontal cortex. Brain Struct Funct. 2008 May 10. PMID: 18470533.

Williams EP, Lee JH, Bishai WR, Colantuoni C, Karakousis PC.  Mycobacterium tuberculosis SigF regulates genes encoding cell wall-associated proteins and directly regulates the transcriptional regulatory gene phoY1. J Bacteriol. 2007 Jun;189(11):4234-42. PMID: 17384187.

Gallagher M, Colantuoni C, Eichenbaum H, Haberman RP, Rapp PR, Tanila H, Wilson IA. Individual differences in neurocognitive aging of the medial temporal lobe. Age, Sept. 2006. DOI 10.1007/s11357-006-9017-5.

Lehrmann E, Colantuoni C, Deep-Soboslay A, Becker KG, Lowe R, Huestis MA, Hyde TM, Kleinman JE, Freed WJ.  Transcriptional changes common to human cocaine, cannabis and phencyclidine abuse. PLoS ONE. 2006 Dec 27;1:e114. PMID: 17205118.

Bencherif B, Guarda AS, Colantuoni C, Ravert HT, Dannals RF, Frost JJ.  Regional mu-opioid receptor binding in insular cortex is decreased in bulimia nervosa and correlates inversely with fasting behavior. J Nucl Med. 2005 Aug;46(8):1349-51. PMID: 16085593.

Abounader R, Reznik T, Colantuoni C, Martinez-Murillo F, Rosen EM, Laterra J.  Regulation of c-Met-dependent gene expression by PTEN. Oncogene. 2004 Dec 9;23(57):9173-82. PMID: 15516982.

Colantuoni C, Henry G, Zeger S, Pevsner J.  SNOMAD (Standardization and NOrmalization of MicroArray Data): web-accessible gene expression data analysis. Bioinformatics. 2002 Nov;18(11):1540-1. PMID: 12424128.

Colantuoni C, Henry G, Zeger S, Pevsner J.  Local mean normalization of microarray element signal intensities across an array surface: quality control and correction of spatially systematic artifacts. Biotechniques. 2002 Jun;32(6):1316-20. PMID: 12074162.

Colantuoni C, Rada P, McCarthy J, Patten C, Avena NM, Chadeayne A, Hoebel BG.  Evidence that intermittent, excessive sugar intake causes endogenous opioid dependence. Obes Res. 2002 Jun;10(6):478-88. PMID: 12055324.

Colantuoni C, Schwenker J, McCarthy J, Rada P, Ladenheim B, Cadet JL, Schwartz GJ, Moran TH, Hoebel BG.  Excessive sugar intake alters binding to dopamine and mu-opioid receptors in the  brain. Neuroreport. 2001 Nov 16;12(16):3549-52. PMID: 11733709.

Colantuoni C, Jeon OH, Hyder K, Chenchik A, Khimani AH, Narayanan V, Hoffman  EP, Kaufmann WE, Naidu S, Pevsner J.  Gene expression profiling in postmortem Rett Syndrome brain: differential gene expression and patient classification. Neurobiol Dis. 2001 Oct;8(5):847-65. PMID: 11592853.
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EDUCATIONAL ACTIVITIES

Peer-Reviewed Review Papers
Poser SW, Chenoweth JG, Colantuoni C, Masjkur J, Chrousos G, Bornstein SR, McKay RD, Androutsellis-Theotokis A. Concise Review: Reprogramming, Behind the Scenes: Noncanonical Neural Stem Cell Signaling Pathways Reveal New, Unseen Regulators of Tissue Plasticity With Therapeutic Implications. Stem Cells Transl  Med. 2015 Sep 14. pii: sctm.2015-0105. PubMed PMID: 26371344. Review.

Colantuoni C, Comi A, Purcell AE, and Pevsner J. The use of microarrays to study childhood developmental brain disorders. Current Genomics. 2001 3:21-31. Review.
Colantuoni C, Purcell AE, Bouton CM, Pevsner J.  High throughput analysis of gene expression in the human brain. J Neurosci Res. 2000 Jan 1;59(1):1-10. Review. PMID: 10658179.

Book Chapters

Colantuoni C, Henry G, Bouton CMLS, Zeger S, Pevsner J. SNOMAD: Biologist-Friendly Web Tools for the Standardization and Normalization of Microarray Data, in The Analysis of Gene Expression Data, Parmigiani G, Garrett E, Irizarry R, Zeger S, Eds. 2003, Springer-Verlag, New York.

Bouton CMLS, Henry G, Colantuoni C, Pevsner J. DRAGON and DRAGON View: Methods for the Annotation, Analysis, and Visualization of Large-Scale Gene Expression Data, in The Analysis of Gene Expression Data, Parmigiani G, Garrett E, Irizarry R, Zeger S, Eds. 2003, Springer-Verlag, New York.
Teaching

Neuroscience multi-omics data collection & exploration, Group Leader/Mentor (May 2020-)



Postdocs + graduate students at JHMI, UMB, LIBD, Columbia Univ. & Regeneron
Graduate Course in Gene Expression Data Analysis, Instructor (2006 - 2010)



Johns Hopkins Bloomberg School of Public Health
Graduate Course in Biological Sequence Analysis, Instructor (2004)
Johns Hopkins School of Medicine
Graduate and Medical School Neuroscience Course, Teaching Assistant (1998 -2000)


Johns Hopkins School of Medicine
Undergraduate Course in Cellular and Molecular Neuroscience, Teaching Assistant (1999)


Johns Hopkins University, Homewood
Mentoring 
Andrew Jaffe, Ph.D. (LIBD, Postdoctoral fellow, Jan. 2012 – Apr. 1, 2013)
Genevieve Stein-O’Brien (JHMI, Human Genetics graduate student, Aug. 2012 - 2017)

Jinrui Liu (JHMI, Biomedical Engineering master’s student, June 2019 – June 2020)

Yash Sonthalia (JHMI, Biomedical Engineering master’s student, October 2020 – present)

Thesis committees:

Audrey Knight (JHMI, Pathobiology graduate student / postdoc, June 2019 – June 2020)

Sonia Malaiya (UMB SOM, graduate student, Jan. 2019 – June 2020)

Gurmannat Kalra (UMB SOM, graduate student, Nov. 2018 - 2021)

Alex Casella (UMB SOM, graduate student, Mar. 2019 – June 2021)

Robert Lease (UMB SOM, graduate student, Sept. 2019 - present)
CLINICAL ACTIVITIES

None.
 SEQ CHAPTER \h \r 1SYSTEM INNOVATION AND QUALITY IMPROVEMENT ACTIVITIES

None.
ORGANIZATIONAL ACTIVITIES

Editorial Activities
     
  
• Invited, Voluntary Peer Review (2003-present)

Science

Journal of Neuroscience

Nucleic Acids Research

Bioinformatics

BMC Genomics

Neuropsychopharmacology

Biological Psychiatry

Brain Structure and Function

Plos One

Plos Computational Biology

Lancet

Consultantships

Illuminato Biotechnology, Inc. (2001-2011) – Founder & Genomics/Bioinformatics Consultant
ARIA/Astellas (2018-2019)

HJF (2018-2020)
RECOGNITION

Elected member of Sigma Xi, Scientific Research Society (1996).
JHU NIMH Center for Novel Therapeutics in HIV Cognitive Disorders:Developmental Pilot Award (2018)
Johns Hopkins University Discovery Award (2019)
OTHER PROFESSIONAL ACCOMPLISHMENTS

None.

